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tionalities such as enzyme efficiency; these may 
have been restrained by the balance of evolu- 
tionary pressures in the natural organism. We can 
also design new proteins that could be useful to 
mankind. Protein engineering has extended 
biochemistry from a science to engineering. Thus I 
approached the reading of ‘Protein Structure, 
Folding and Design’ with anticipation of a 
stimulating tour along these new frontiers, no 
doubt enhanced when I discovered others would 
pay $110 for the same experience! 
All good tour guides begin with an advertise- 
ment of the main attractions. This may explain the 
choice of DNA-protein interactions in the first sec- 
tion which describes how knowledge of the struc- 
ture of EcoRI endonuclease allows rationalisation 
of the results of null mutant analyses. For exam- 
ple, changes in a small region of the sequence (be- 
tween residues 139 and 144) affect the DNA 
binding and the intersubunit interface. In this arti- 
cle there was plenty of evidence of a thoughtful 
collaboration between crystallographers and 
cloners. Similar interdisciplinary interactions are 
also evident in the study of cro repressor binding 
to a new operator. A combination of modelling 
based on the crystal structure of cro, site-directed 
mutagenesis of cro and the synthesis of novel 
operator DNA duplexes demonstrates une- 
quivocally that the thymine 5-methyl group is an 
important contact site for these DNA-binding pro- 
teins. The authors also show that hydrophobic in- 
teractions with a small non-polar residue such as 
cysteine can replace a hydrogen bond between an 
adenine and a glutamine. 
This UCLA symposium attracted a distinguish- 
ed multi-disciplinary group of scientists. However, 
the usefulness of their contributions is not 
everywhere as evident as it is in the opening ar- 
ticles. The descriptions of an assortment of crystal 
structures and modelling exercises convey no 
coherent message to the inquiring tourist; nor do 
they engender any excitement. Maybe the discus- 
sion at the meeting on these topics was better but 
it is not reported here. The editor appears to have 
contented himself by grouping the contributions 
and has missed the opportunity of providing a syn- 
thesis and comparison of complementary 
techniques. 
In many ways I obtained most pleasure from 
two contributions exploiting organic chemistry. In 
one of these Richard Lerner and his colleagues 
discuss the synthesis of structured peptides using 
covalent hydrogen-bond mimics. In the other Tom 
Kaiser reviews the design of peptides based on 
model amphipathic helices and &strands. At this 
time of computer-aided modelling and site- 
directed mutagenesis it is good to find that tradi- 
tional technologies intelligently used still have 
much to offer. 
Tom Blundell 
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skin of the subject, much in the manner of 
previous books by Cornish-Bowden (Principles of 
Enzyme Kinetics and Fundamentals of Enzyme 
Kinetics). What mathematics there is is not dif- 
ficult and will not obstruct the non-mathematical 
student from following the thread of the 
arguments. 
On the negative side, I felt that the book would 
have benefitted from a few pages of introduction 
stating why it is important to study enzyme kinetics 
and why we want to determine kinetic parameters. 
As the series aims to inform readers of the ‘very 
latest ideas’ in a particular subject, it would 
perhaps have been appropriate to introduce newly 
emerging systems (e.g. DNA-specific enzymes) in 
the context of the application of steady-state 
kinetics. I felt that some aspects of the subject were 
overemphasised, such as labouring over the 
relative merits of different linear plots of the 
Michaelis-Menten equation, when most students 
are likely to have access to a computer and a non- 
linear regression programme. 
Although I enjoyed reading this book, it is not 
exactly clear what niche it will occupy. It is unlike- 
ly to be viewed as a replacement for Cornish- 
Bowden’s ‘Fundamentals’ or other basic enzyme 
kinetics texts, on the grounds of not being com- 
prehensive enough. It would perhaps serve as a 
refresher text either for undergraduates wishing to 
revise the subject in an easily digestible form or for 
the more senior biochemist needing to be reminded 
of the basic concepts of steady-state kinetics. 
A. Maxwell 
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Unnatural Selection 
Recent, rapid advances in our understanding of 
fundamental aspects of the evolutionary origin and 
development of life inspired the holding of an 
inter-disciplinary conference, intended to con- 
tribute towards the integration of our expanding 
knowledge in various fields related to this theme. 
The proceedings of the conference, held in Sweden 
in 1985, are available in book form. 
This compendium contains 47 articles on 
associated themes, divided into four sections 
(prebiotic systems and evolutionary pathways; 
nucleic acids and informational systems; proteins 
and enzymatic functions; complex systems and 
organisation), and it can be recommended to all 
researchers with an interest in this field, both as a 
source-book and as fun to browse through. The 
contributions are almost all of high standard, and 
two and a half years after the conference the 
material has retained its topicality. 
Now for the bad news. 
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In days of old, there were authors, who wrote 
books. But today’s successful scientist has no time 
to write books. Instead, (s)he resorts to the 
quicker, more extrovert and less painful procedure 
of organising symposia and collating the con- 
tributors’ manuscripts, which conniving publishers 
bind sumptuously and vend assiduously. 
I have long held that this is no way to satisfy the 
scientific bibliophile, and the compendium under 
review provides an excellent confirmatory exam- 
ple. The contributions to the conference have been 
crammed together without (apart from the subdivi- 
sion into four sections, for which read sessions) 
any regard to structure, homogeneity, continuity, 
readability or language, to say nothing of the 
aimed-at integration of the disciplines represented. 
A welcome exception is the first section on 
prebiotic chemistry and evolution, which shows 
well the threads of logic, of chemistry and of 
history linking the stages in the emergence of life 
